Since the previous human alpha satellite concensus sequence (1) was derived by direct sequencing of genomic DNA containing the EcoRI-dimer structure, the other major apha satellite species were naturally excluded. We report a modified human alpha satellite DNA concensus sequence (Table 1) derived from published data for 145 individually cloned and sequenced, complete alphoid monomers: 4 monomers from chromosomes 13 and 21 (2), 2 from acrocentric chromosomes (3), 3 from chromosome 22 (4), 5 from the Y chromosome (5), 16 from chromosome 17 (6), 12 from the X chromosome (7), 32 from chromosome 7 (8) and 71 from the 340 bp band in EcoRIdigested genomic DNA (8) . Since these monomeric units were derived from a range of chromosomal sources, the new concensus sequence (Table 1) should be an improved representative of the human alpha satellite DNA ( Table 2 ). Direct comparison of individual sequence also allows visualisation of nucleotides or regions of nucleotides which are well conserved (Table 1) . We propose that the present concensus sequence should serve as a base for future updating as more sequence data becomes available. The values represent percent homology. CONl -derived concensus (Table 1) ; Rl, R2 = EcoRI dimer concensus (1); X « X-chromosome concensus (7); Yl -a monomer from Ychromosome (5); 17/1 -monomer 1 of pl7H8 from chromosome 17 (6); 7-1/1, 7-1/2 = monomers 1 and 2, respectively, of EcoRI (340 bp) dimer from chromosome 7 (8); Ll.26/1 = a monomer from chromosomes 13 and 21 (2); S5/1 -a monomer from acrocentric chromosomes (3); AGM = African Green Monkey concensus sequence (9) . Note the general improvement of sequence homology with CONl compared to previous concensus Rl and R2.
